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Abstract .
increase credibility for legal timber verification and for Chain of Custody (CoC) tracking which is

Wood identification and origin tracking based on DNA is very accurate. It can be used to

universally recognized internationally. However, practical application of DNA technology is still
limited due to limitations with both DNA technology and wood itself. The authors suggest

increasing both investment and research to establish a public database to improve the use of this

technology in the legal timber trade.
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